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九、附錄 

 

 

附表一、本實驗所使用到的 primer 與 probe 序列 

 

 

ompA DIG-probe                                                  Tm(oC) 

 

F- TTGGATTTAGTGTCTGCACG                                           59 

R- ATGAAAAAGACAGCTATCGC                                           59 

 

Kanamycin 

 

KT(F)- CGGCCACAGTCGATGAATCC                                       59 

K2(R)- GGACAGGTCGGTCTTGACAA                                       59 

 

pKD13 P1 and P2 

 

P1(F)- ATTCCGGGGATCCGTCGACC                                       59 

P2(R)- TGTAGGCTGGAGCTGCTTCG                                       59 

 

sRNA knockout H1 and H2 

 

rseX(F)- GCTTTATTAATTCATTTAATCAATATATTAGCACTGATTACAATTATACC 

rseX(R)- ATTGTTGCGCCAAACGGCTGGTGTGATCAGGCGCACATTAATGAAGGCAT 

dsrA(R)- TATTCATGACTTCAGCGTCTCTGAAGTGAATCGTTGAATGCACAATAAAA 

dsrA(F)- ATATGGCGAATATTTTCTTGTCAGCGAAAAAAATTGCGGATAAGGTGATG 

gcvB(F)- ATTATAAATTGTCCGTTGAGCTTCTACCAGCAAATACCTATAGTGGCGGC 

gcvB(R)- TGACGTGAAAGAGATGGTCGAACTGGATCAGTAATTCGCGATCGCAAGGT 

 

sRNA knockout check 

 

rseX(F)- ATATCAATATGTTATGAGTTGAGCG                                59 

dsrA(R)- CCTTCGAACTGGATATTCATGAC                                  59 

gcvB(R)- ATTATAAATTGTCCGTTGAGCTTCT                                59 
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Northern blot dsrA DIG-probe 

 

DIG- TCCCGACCCTGAGGGGGTCGGGATGAAACTTGC 

 

hfq DIG-probe  

 

F- GGAACGTGTTCCAGTTTCTATTTAT                                      59 

R- ACCATGATGGTAGTTACTGCTGG                                        59 

 

Q-PCR primer 

 

dsrA(F)- ACATCAGATTTCCTGGTGTAACG                                  60 

dsrA(R)- AAATCCCGACCCTGAGGG                                       60 

gcvB(F)- GCCGGAACGAAAAGTTTTATCGGAA                                60 

gcvB(R)- CACAACCGTAAGCCAAAAGTTCACCAG                              60 

ryhA(F)- GTGCGGCCTGAAAAACAGT                                      60 

ryhA(R)- GCCAACACCAGGGAAATCTT                                     60 

hfq(F)- CAAGCACGCGATTTCTACTGTT                                    60 

hfq(R)- CACCGGCGTTGTTACTGTGA                                      60 

16S(F)- CGTGTTGTGAAATGTTGGGTTAA                                   60 

16S(R)- ACCGCTGGCAACAAAAGATAA                                     60 

 

 

 


