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Figure 9. β-galactosidase activity of S. cerevisiae cells containing 
CDR1p-lacZ fusion and a plasmid carrying one of the open reading 
frames by filter assay. S. cerevisiae cells containing CDR1p-lacZ fusion 
and a plasmid carrying one of the open reading frames, C13, C13a, or 
C13b are as indicated. 
 
(+), Positive control, S. cerevesiae cells containing REP2 insert plasmid 

(pRS426 based) in 2B/348CDR1p-lacZ  
(-), Negative control, S. cerevesiae cells containing vector alone plasmid 

(pRS426) in 2B/348CDR1p-lacZ 
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Figure 10. β-galactosidase activity of S. cerevisiae cells containing 
SC5314 CDR1p-lacZ fusion and carrying one of the candidate plasmids 
by liquid assay. S. cerevisiae cells containing SC5314 
CDR1promoter-lacZ fusion which was integrated into the chromosome 
and also carrying one of the candidate plasmids, C13a (including C13a1, 
C13a2), C13b, and C13 are as indicated. Vector, the cells containing 
plasmid (pRS426) without any insert; REP2, the cells containing plasmid 
(pRS426) with REP2 insert 
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