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English Abstract:

In this study, we will analyze the microarray data by several statistical methods.

The advantage of microarray is that we can gain much information at the one time.

However, its disadvantage is that it is not very precise. Hence, we need to do four

times of experiments to avoid some false signals. The numbers of genes are over than

six thousands. Therefore, we will filter some genes first. We wonder what the

unfiltered genes look like, so we will cluster unfiltered genes by two clustering

methods and will choose a better one by some viewpoints. Finally, we will investigate

the relationships between genes in.groups and glucose consumptions. The experiment

data by RT-PCR can be studied te confirm the profiles of gene expressions that are

interesting in this study in the future.



Chinese Abstract:
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