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Abstract

Candida albicans is an obligate diploid, apparently asexual fungus with a
nuclear genome of 16 million base pairs. This is larger than that of
Saccharomyces cerevisiae. Candida albicans can undergo morphological
conversion between yeast and filamentous (including pseudohyphal and hyphal
form) forms depending upon various environmental conditions. Studies indicate
that this conversion between yeast and filamentous forms are important to
virulence of Candida albicans.

Previously, research in the laboratory has used Suppression Subtractive
Hybridization method to demonstrate that the RNA expression level of ENG1
was different between the wild type strain and the double mutant
strain(cphl/cphl efgl/efgl) of Candida albicans in 37  with the presence of
serum. The ENG1 gene encodés an endo-1,3-beta-glucanase that is important to
cell division of Candida albicans. I hayve knocked out the ENG1 gene in Candida
albicans by homologous ~recombination. Disruption of the ENG1 gene in
Candida albicans has no dramaticreffects on the growth rate of the strain, but
resulted in the formation of“chains of cells, suggesting that the protein was
involved in cell separation. Besides, while colony morphology on Bacto serum
agar and invasion assay showed some distinction between the wild type strain
and the engl/engl mutant strain, germ tube assay displayed only little distinction.
The URA3 marker (Ura-blaster methodology) had advanced understanding of the
relationship between gene structure and function in Candida albicans. In order to
verity the possibility that presence of URA3 may affect the morphogenesis of
Candida albicans, I have also replaced URA3 marker with HIS1 marker by
homologous recombination, and attempted to observe differences. The results
showed that URA3 marker may associate with morphogenesis and enhancement
of hypha growth.
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